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Abstract 
 
The phase problem for Bragg diffraction from two-dimensional(2D) 
crystalline monolayer in transmission is marginally unique with a 
compact support which sets the density to zero outside of the 
monolayer. In practice, the reconstruction can hardly be achieved 
from intensities alone as this one-dimensional support function fails to 
link the reciprocal space rods correctly unless some prior information 
is available. The charge flipping algorithm can be used to solve 
structures from intensities, however it requires atomic resolution 
data. Here we explore the different type of prior information required 
for successful three-dimensional(3D) structure retrieval from a 2D 
crystal diffraction dataset. This method provides us with an alternative 
way to phase 2D crystal datasets, which is less dependent on the 
existence of a high quality model or high resolution data. 
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